mSP1-6N-I-6-aRC1 ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGCCAAT CAGCAGGTTCTGGGTTCTGGATG 7 mSP1-6N-I-6-bRC1 ACACTCTTTCCCTACACGACGCTCTTCCGATCTNNNNNNGCCAAT GGGTGGAGTCACATTTCTCAGATCC 7 1. All oligonucleotides were obtained from Sigma 2. 6-carboxyflouorescein 3. Black Hole Quencher 1 4. N represents a position at which any base can be inserted randomly 5. The underlined bases represent a representative index sequence, and can be substituted by any of the Illumina indices 6. The underlined bases represent a representative index sequence, and can be substituted by any of the Illumina indices fig 5a) , analysed using the analysis pipeline described in this paper (results shown in black), and the publicly available analysis tool MIGEC (results shown in parentheses in red). 
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